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Caspase 3/7 activity was measured 24h after transfection of Hep3B
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miR-191 expression delta Ct in HepG2 cells
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miBE-191 expression delta Ct in Hep3B cells
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RefSeq Gene DALRD3

NM 018114

DALR anticodon binding domain
containing 3

Predicted TSS

Predicted TF
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8 * 292 + 4
=

320 up-regulated genes with FDR=0.05

geneSymbol  p-value fold- target of miR  Description
change
CYP1Al 0.001 15.0 cytochrome P450, family 1, subfamily A, polypeptide 1
ARRDC3 0.001 9.8 miR-191 arrestin domain containing 3
DUSP1 0.001 9.4 dual specificity phosphatase 1
KPNA7 0.002 8.7 karyopherin 7
HBEGF 0.001 7.4 miR-191 heparin-binding EGF-like growth factor
JUNB 0.002 7.3 jun B proto-oncogene
OBFC2A 0.002 6.7 miR-191 oligonucleotide/oligosaccharide-binding fold containing 2A
LIF 0.001 6.7 leukemia inhibitory factor (cholinergic differentiation factor)
ADM 0.001 6.5 adrenomedullin
ATF3 0.001 6.5 activating transcription factor 3
TMC7 0 6.1 miR-191 transmembrane channel-like 7
GTPBP2 0.002 5.8 GTP binding protein 2
HIST2H4A 0.002 5.7 histone cluster 2, H4a
SESN2 0.002 5.6 sestrin 2
KLF6 0 5.4 Kruppel-like factor 6
NR1D1 0.002 4.9 miR-191 nuclear receptor subfamily 1, group D, member 1
EGR1 0.001 4.6 miR-191 early growth response 1
CCNL1 0.002 4.5 cyclin L1
RHOB 0.001 4.4 ras homolog gene family, member B
TUFT1 0.002 4.3 tuftelin 1
TIPARP 0 4.3 TCDD-inducible poly(ADP-ribose) polymerase
SMAD7 0.001 4.3 SMAD family member 7
ARHGEF2 0.001 4.3 rho/rac guanine nucleotide exchange factor
AMOTL2 0.002 4.2 miR-191 angiomotin like 2
KCTD11 0.002 4.2 potassium channel tetramerisation domain containing 11
AQP3 0.001 4.1 aquaporin 3 (Gill blood group)

Enrichment of miR-191 targets:
8.8 fold (p value= 0.0145)
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Orthotopic implantation

ASO dosing (IP every other day)

PN

MOE-ASO-NC
MOE-ASO-191 F-ASO-191 (negative control)
50mg/Kg 25mg/Kg 50mg/Kg

| | |

Harvest livers and tumors for 3 mice from each group
Interim bleeding for AFP measurement

Study termination. Harvest livers and tumors for all mice
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